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Agenda

Periodicidade e local: Dois encontros por ano. Tentaremos realizar um encontro no CENA/USP, e
outro ESALQ/USP.

Metodologia: Em cada encontro duas pessoas liderarao a discuss&o do artigo selecionado.

Objetivos

e Criar um espaco de conversa informal e aberto a todos os alunos (graduacéo e pés-graduacao)
e pesquisadores do campus LQ, e pessoas externas, em temas relacionados a Genémica e
Bioinformatica.

e Servir como um instrumento para difundir o interesse e conhecimento de Genémica e
Bioinformatica no campus LQ

e Fomentar as relagdes inter-pessoais entres pesquisadores e alunos das duas unidades do
campus LQ: CENA e ESALQ

Organizagao

° Prof. Dr. Claudia Vitorello (ESALQ)
° Prof. Dr. Douglas Silva Domingues (ESALQ)
° Prof. Dr. Diego M. Riafio-Pachon (CENA)
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“Bioinformatica na selva da |A: um guia de
sobrevivéncia®

Dr. Jorge Mario Muioz Perez e Dr. Matheus Henrique Pimenta Zanon
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Ten Quick Tips for ChatGPT in Computational Biology

Be ready for novelty (Tip 1)

Keep an eye open for new Al tools.
Try them out. It is worth it. N

Check the output (Tip 7)

Don't trust ChatGPT blindly
_, You become responsible, forever,
__ -~ for what you have generated.

For you

Don't become dependent (Tip 10)

Watchout for outages and price surges.
Make sure people in your labkeep -~~~ -~--__
interacting with other humans.

Engineer prompts (Tip 8)
! Give it clear contexts and
\ objective tasks to make sure
X you are understood.

Understand the API (Tip 9)

Consider adding GPT processing
to your bioinformatic applications.

Document scripts (Tip 2)

- Add comments to this code:
- Change variable names for clarity. * < _

Code efficiently (Tip 3)

- Extract functions where possible:
_ats= Parallelize this loop:

For work

Write better text (Tip 6) P :
: . Cleanup data (Tip 4)
-S the text in 200 words:
_ R:;,”;Z’: .;Z?hiseseen);e;?ce: HoRS ! - Write a regex to remove weird characters.
\ - Make these drug names consistent:

\

Improve dataviz (Tip 5)
- Make this plot colorblind friendly:
- In ggplot2, make X labels oblique:
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Computer Science, University of Saskatchewan,

Rule 1. Clearly define research goals

and scope where GenAl will be used. usage

®

“  FOCUS Framework ™.
Ten Simple Rules for
Optimal and Careful use
of GenAl in Science

Al

Rule 2. Understand the capabilities
and limitations of Al tools

Rule 3. Develop communication . .
proficiency with Al tools . .

Rule 4. Leverage Al tools for
exploratory data analysis and
hypothesis generation

Rule 5. Employ Al for time-

consuming and repetitive tasks generated outputs

Before using GenAl in your research I While using GenAl in your research

Rule 10. Adhere to formal and
community guidelines for GenAl

Rule 9. Disclose Al usage
transparently

Rule 8. Continuously monitor the
development of Al platforms

Rule 7. Maintain scientific
rigor in Al contributions

Rule 6. Validate and iterate Al-

B After using GenAl in your research
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